in wing discs and interact genetically for controlling wing development. Lack of mir-9a results in overexpression of dLMO, while gain-of-function mir-9a mutant downregulates dLMO expression.
My project aims to find out if the spatial regulation of Cripto-1 in the frog, Xenopus laevis, is due to a microRNA. Cripto-1 is a member of the EGF-CFC family, which is defined by four founding members: mammalian Cripto and Cryptic, zebrafish Oep and Xenopus Cripto-1 (XCR1). EGF-CFCs are essential coreceptors for Nodal signalling. Nodal is a member of the TGF-b superfamily and plays an important role in induction and patterning of vertebrate embryonic tissue types. Both Cripto and Nodal are implicated in human cancers. We have shown that XCR1 protein expression is subject to temporal and spatial regulation in X. laevis embryos, whereas mRNA is uniformly expressed [2006. Dev. Biol. 292(2), 303-316] . XCR1 protein was expressed in the animal cap, marginal zone, but not in the vegetal pole of gastrulating embryos (embryonic stage 10).
I have established that it is the 3UTR of XCR1 which confers the spatial regulation of XCR1 protein expression at stage 10, by using a synthetic GFP-3UTR reporter assay in X. laevis embryos. 
